Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.003 Å; R factor = 0.057; wR factor = 0.168; data-to-parameter ratio = 19.8.
Related literature
For the structure of 4-(5-tetrazolyl)-1,3-benzenediol sesquihydrate, see: Gallardo et al. (1995) . For the synthesis, see: Meyer et al. (1998) .
Experimental
Crystal data C 7 H 6 N 4 O 2 M r = 178.16 Orthorhombic, Pccn a = 16.109 (2) Å b = 7.2931 (11) Å c = 12.8708 (17) Å V = 1512.2 (4) Å 3 Z = 8 Mo K radiation = 0.12 mm À1 T = 296 K 0.10 Â 0.10 Â 0.08 mm
Data collection
Bruker APEXII CCD diffractometer Absorption correction: multi-scan (SADABS; Bruker, 2006) T min = 0.96, T max = 0.98 20096 measured reflections 2452 independent reflections 1273 reflections with I > 2(I) R int = 0.110 Refinement R[F 2 > 2(F 2 )] = 0.057 wR(F 2 ) = 0.168 S = 1.05 2452 reflections 124 parameters H atoms treated by a mixture of independent and constrained refinement Á max = 0.35 e Å À3 Á min = À0.26 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). 
Data collection: APEX2 (Bruker, 2006) ; cell refinement: SAINT (Bruker, 2006) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 2012) ; software used to prepare material for publication: SHELXTL (Sheldrick, 2008) . supplementary materials Acta Cryst. (2013) . E69, o380 [doi:10.1107/S160053681300411X]
4-(1H-Tetrazol-5-yl)benzene-1,3-diol Youngjo Kim Comment
The similar structure of the title compound with two tetrazolylbenzenediol molecules per asymmetric unit together with three water molecules was reported in the literature (Gallardo et al., 1995) . In this compound, the two tetrazolylbenzendiol are linked through a hydrogen-bonded network to water molecules, forming layers extending along the face of the unit cell (Gallardo et al., 1995) . Herein, we report the related X-ray structure of the title compound (I) with eight tetrazolylbenzenediol molecules in unit cell and only one molecule in the asymmetric unit without any solvents. The title compound (I) could be isolated in more than 80% yield via the previously reported method (Meyer et al., 1998) . Like the structure of related compound (Gallardo et al., 1995) , the phenyl ring and the tetrazole ring of each molecule in the asymmetric unit are coplanar ( Fig. 1) , with the dihedral angle between the benzene and tetrazole rings of 8.45 (13)°. They are connected by a network of intermolecular hydrogen bonds (Fig. 2) .
Experimental
The title compound could be synthesized by the previously reported method (Meyer et al., 1998) . Crystal of the title compound suitable for X-ray analysis were grown in ethanol by slow evaporation.
Refinement
All H atoms were placed in geometrically calculated positions and refined using a riding model with C-H = 0.93, O-H = 0.82 and N-H = 0.89 with U iso (H) = 1.2Ueq(C), U iso (H) = 1.5Ueq(O) and U iso (H) = 1.4Ueq(N).
Computing details
Data collection: APEX2 (Bruker, 2006) ; cell refinement: SAINT (Bruker, 2006) ; data reduction: SAINT (Bruker, 2006) ; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 2012) ; software used to prepare material for publication: SHELXTL (Sheldrick, 2008 Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) Symmetry codes: (i) −x+3/2, y, z−1/2; (ii) x−1/2, y−1/2, −z+2; (iii) x+1/2, −y+2, −z+3/2.
